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Abstract Experimental design

The most important avocado variety cultivated worldwide is ‘Hass’ (Persea Low incidence of Cl
americana Mill.). This variety is grown and exported from Chile to distant markets,
especially EE.UU and Europe. Avocado fruit quality during cold storage and
shipment is affected by several processes, including internal browning, softening and
water loss. Internal browning development is caused by the interaction of maturity
stage, senescence and temperature during postharvest life. Despite the importance

of this disorder, the biochemical processes or mechanisms remain unknown.
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|. Construction and characterization of a cDNA
avocado library under cold storage. A current
summary of the characterized forward subtracted library
and a partial classification of near to 500 genes

2. Schematic representation of role
ACCase and Sad during fatty acid
biosynthesis. Modified from Kachroo
and Kachroo. Annu. Rev. Phytopathol. 2009.

3. Ildentification and characterization of two
subunits of ACCase heteromeric form (BC and

BCCP) and SAD genes. Expression in cDNAs from
different avocado tissues: leaves (L), buds (B), flowers (F),

differentially expressed by their putative function is 47:153-176. immature fruit (IF) and mature and ripened fruit (RF).
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4. Expression profiles for PamBC (A), PamBCCP (B) and PamSAD
(C) in two harvest with differential occurrence of internal
browning at two storage temperatures (5° and 0°C). gPCR assays

1597 TACCATAARACTCATACTTGACATCGAGGACTTCAGAACTGGTAALATTGATACTGCATTCATACCARAGCATGAGAAGGAATTAGCTGAGCCC 1689
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5. PamBC & PamBCCP sub-
cellular localization assays.
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them as possible markers or as candidate genes for breeding.

* Different letters represent significant differences at P < 0.05 by LSD test.
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